Amendments to the Specification 

Please amend the specification as indicated below without prejudice or disclaimer. 
Replacement pages corresponding to these amendments are attached herewith. 



5 Please amend lines 12-16 on page 2 as shown below; 
Figure 1. BFA4 cDNA sequence (SEO ID N0.:1) . 
Figure 2. BFA4 amino acid sequence (SEP ID NQ.:2) . 

Figure 3. BCY1 nucleotide (A ; SEO ID NO.:3) and amino acid (B ; SEO ID NO.:4) sequences. 
Figure 4. BFA5 cDN A sequence (SEO ID NO.:51 
10 Figure 5. BFA5 amino acid sequence (SEO ID NO.:6l 

Please amend the paragraph at page .14, lines 14-18 as shown below: 

A fusion motif may enhance transport of an immunogenic target to an MHC processing 
compartment, such as the endoplasmic reticulum. These sequences, referred to as tranduction or 
15 transcytosis sequences, include sequences derived from HIV tat (see Kim et al. 1997 J. Immunol. 
159:1666), Drosophila antennapedia (see Schutze-Redelmeier et al. 1996 J. Immunol 157:650), or 
human period- 1 protein (hPERl ; in particular, SRRHHCRSKAKRSRHH (SEP ID NO: 1051 

Please amend Table III found on pages 30-31 as shown below: 
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Please amend the paragraph on page 32, lines 16-32 as shown below: 

In addition to EL1SP0T analysis, human T cells activated by BFA5 peptides were 
assayed to determine their ability to function as CTL. The cells were activated using 
peptide-pulsed dendritic cells followed by CD40 ligand-activated B cells (5 rounds of 
stimulation). The experiment shown was performed with isolated PBMC from HLA- 
A*020f donor AP31. Isolated T cells were tested in 51 Cr-release assays using peptide- 
loaded T2 cells. The % specific lysis at a 10: 1 , 5: 1 , and 1 : 1 T-cell to target ratio is shown 
for T2 cells pulsed with either pools of BFA5/NYBR-1 peptides or with individual 
peptides. The graph shows CTL activity induced against targets loaded with a c non- 
specific HLA-A*0201 -binding HIV peptide (control) followed by the CTL activity 
against the peptide pool (Pool 1 etc.) and then the activity induced by individual peptides 
from the respective pool to the right. A high level of cytotoxicity was observed for some 
peptides at a 1:1 E:T ratio. CTL activity (percent specific lysis) induced by the control 
HIV peptide was generally <10%. Similar results were obtained with another PBMC 
donor expressing HLA-A*0201 (AP10). A large number of BFA5 peptides trigger T 
cell-mediated cytotoxicity of BFA5 peptide-loaded target cells. Table IV lists those 
peptides having immunogenic properties. Five peptides (LMDMQTFKA (SEP ID 
NO.:7) . ILIDSGADI (SEP ID NP..291 ILSVVAKLL (SEP ID NO.:34) . SQYSGQLKV 
(SEP ID NP.:38I and ELCSVRLTL (SEP ID NP.:7(ffl were found to induce both IFN-y 
secretion and CTL activity in T cells from both donors. 



5 



Please amend Table IV beginning on page 32, line 33 as shown below: 

TABLE IV 
Immunoreactive peptides from BFA5 





BFA5 peptides eliciting high IFN-y 
release (>200 spots/ 1 00,000 cells) 


BFA5 peptides inducing CTL lysis 
of pulsed cells 
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Please amend lines 5- 10 on page 34 as shown below: 



BFA5( 1 -23) KLH-MTKRKKTINLNIQDAQKRTALHW fCLP-2977 : SEP ID NP:99) 
BFA5(3 12-334) KLH-TSEKFTWPAKGRPRKIAWEKKED fCLP-2978 : SEP ID 
NG:100 ) 

BFA5(61 2-634) KLH-DErLPSESKQKDYEENSWDTESL (CLP-2979 ; SEP ID NP: 

ion 

BFA5(972-994) KLH-RLTLNQEEEKRRNADILNEKIRE (CLP-298 0: SEP ID NP: 102) 
BFA5(1 117-1 139) KLH-AENTMLTSKLKEKQDKEILEAE1 (CLP-298 1 ; SEP ID NP: 
103) 

BFA5(1319-1341) KLH-NYNNHLKNRIYQYEKEKAETENS (CLP-2982^SEPJD 
NP: 1 04) 



Please amend line 26 on page 34 as shown below: 

Both bands were found to be consistent with the polyclonal antibesera tested in this 
analysis. 
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